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Research advance in RRS1 gene of resistance to Ralstonia solanacearum
GAO Jian-ge, HU Zong-li*, CHEN Guo-ping
(Bioengineering College of Chongging University, Chongging 400044, China)

Abstract: RRS1 was the first gene of resistance to Ralstonia solanacearum found in Arabidopsis thaliana, which
confers broad-spectrum resistance to several strains of R. solanacearum. It was also the first R gene of the TIR-
NBS-LRR subclass, depended on NDR1 protein. In this paper, we review the cloning, function and expressive
model of RRS1 in A. thaliana, and hope to provide the science evidence and useful enlightenment for the molecular
mechanism research of resistance to R. solanacearum in other crops.
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