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Ribonucleoprotein (RNP) complex in protein synthesis
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Biological Sciences, Chinese Academy of Sciences, Shanghai 200031, China)

Abstract: In cells, RNA and the RNA-binding proteins (RBPs) interact with each other to form RNP complexes
which are wide-spread and multi-functional. Protein synthesis is a process in which the genetic code is trans-
ferred from nuclear acids to active proteins, consist of transcription and its regulation, MRNA processing and
transfer, tRNA transfer, and translation and its regulation. Various RNA molecules participate in this process,
some of which form the RNP complexes with cognate RNA-binding proteins. The diversity and functional
importance are fully demonstrated in the process of protein synthesis. Here, we summarize the RNP complexes

in protein synthesis according to the core RNA molecules.
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