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MicroRNAs in lung carcinogenesis, diagnosis and therapy
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Abstract: MicroRNAs (miRNAs) are a large class of small non-coding RNAs that regulate the expression of
specific genes through binding to the partially complementary 3' untranslated regions (3' UTR) of target mRNAs.
Recent studies have suggested important roles for miRNAs in oncogenesis and development of lung cancer as
oncogenes or tumor suppressor genes. Some selected miRNAs can be used as the potential biomarkers of
diagnosis and prognosis in lung cacner by comparing the different expression profiles of lung cancer tissues with
corresponding non-cancerous tissues. To regulate the expression of carcinogenic and tumor-suppressive
miRNAs is a new method in the treatment of lung cancer. In addition, combining traditional radiotherapy and
chemotherapy with sensitive miRNAs will provide a novel strategy for the study of lung cancer therapy. This
review focuses on the function of miRNAs in lung carcinogenesis, diagnosis and therapy.
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