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Functional dynamics of gut microbiota in obesity and metabolic diseases

ZHAO Li-ping*, ZHANG Chen-hong
(Shanghai Center for Systems Biomedicine, Shanghai Jiao Tong University, Shanghai 200240, China)

Abstract: The prevalence of obesity—related metabolic disorders has become a challenge to public health around
the world. As the second genome, gut microbiome can modulate the nutrition, metabolism and immunity of host,
Emerging evidence indicates that gut microbiota may thus play an important mediating role between diet, life
style and host genetics in development of obesity and eventually many forms of metabolic diseases. Diet—
disrupted gut microbiota can lead to increased level of endotoxin, provoke the chronic inflammation and then
induce obesity and insulin resistant. Research along this line to reveal the shift of gut microbiota and identify
the specific functional groups of bacteria, may lead to discovery of new therapeutic targets and revolutionary
strategies for predictive, preventive and personalized management of metabolic disorders.

Key words: gut microbiota; endotoxin; obesity; metabolic diseases
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