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Studies on virulence regulation of Yersinia pestis
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Abstract: A set of transcritpional regulators such as CRP, PhoP, RovA and Fur have been characterized to regulate
virulence-related genes in Yersiniapestis, especially including those encodingPla, highpathogenicity islandand
type 111 secretion system. I pestishas evolved the ability to sense host signals and then to closely regulate the
expression of virulence factors, for whichregulators and their target virulence-related genes constitute a dynamic
gene regulatory network. The remodeling of gene regulatory network promotes the evolution of ¥, pestis, which

is a deadly pathogen causing systemic infections, from its ancestor Y. pseudotuberculosis that is a mild

enteropathogenic bacterium.
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