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Hopeful monsters revisited
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Abstract: Geneticist Richard Goldschmidt hypothesized that macroevolution proceeded by the succeed of
“hopeful monsters” in 1933, which was a kind of mechanism that was different from “Darwinian mechanism”. With
the latest development of endosymbiosis and gene duplication, more and more evidences show that there are
a large amount of “hopeful monsters”innature. This would be a challenge to modern synthetic evolution theory,
but consistent with classical Darwinism to some extents: the hopeful monsters hypothesis, as a supplement of

“natural selection”, can provide a potential candidate mechanism of macroevolution. This view of evolution on

the basis of polyphyletic theory is the most important legacy of Darwin.
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