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Glutamine synthetase and Wnt-signaling
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Abstract: GS is also called glutamine synthetase or glutamate—ammonia ligase, which is an important enzyme in
human body. It can catalyze glutamine from glutamate and ammonia. Besides, it plays an important role in nitrogen
metabolism, particularly in homeostasis of blood levels of ammonium ions and glutamine. The aberrant expression

and activity will cause many human diseases. Recent studies show that the abnormality of its expression and

activity has a close relationship with the aberrance of Wnt—signaling.
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