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Cbfal/Runx2 and regulation of osteoblast differentiation
WANG Guo-Hong, LI Qi-Fu*

(Laboratory of Cdl Biology, College of Life Science, Education Ministry Key Laboratory of Cell Biology
and Tumor Cédll Engineering, Xiamen University, Xiamen 361005, China)

Abstract: Osteoblasts differentiate originally from mesenchymal stem cells through two progressive develop-
mental steps: osteoprogenitors and pre-osteoblasts. In recent years,Cbfal(core binding factoral) has been
identified as akey regulator of osteoblast differentiation and bone formation. During osteoblast differentiation,
Cbfal is involved inthisdifferentiationcourse by regulating expressionof osteoblast-specificextracel lularmatrix
proteins and osteoblastic cell cycle. It has recently been found that Cbfal can interact and form complexes
through i1ts PST domain with Smads to regulate osteoblast differentiation cooperatively.
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